Narrow Grass Hedges Reduce Tylosin and Associated Antimicrobial Resistance Genes in Agricultural Runoff by Soni, Bhavneet et al.
S1 
 
Supplemental Information 1 
 2 
Narrow Grass Hedges Reduce Tylosin and Associated Antimicrobial Resistance Genes in 3 
Agricultural Runoff 4 
 5 
Bhavneet Sonia, Shannon L. Bartelt-Hunta, Daniel D. Snowb, John E. Gilleyc, Bryan L. 6 
Woodburyd, David B. Marxe, and Xu Lia,* 7 
aDepartment of Civil Engineering, bSchool of Natural Resources, eDepartment of Statistics 8 
University of Nebraska-Lincoln; cUSDA-ARS; dUSDA Meat Animal Research Center 9 
 10 
*Corresponding author: 11 
844 N. 16th Street, N117 SLNK 12 
Lincoln, NE 68588-6105 13 
Phone: (402) 472-6042 14 
Fax: (402) 472-8934 15 
E-mail: xuli@unl.edu 16 
 17 
Pages – 8  18 
Figures – 3  19 
Tables – 3    20 
S2 
 
21 
  22 
Supplemental Fig. S1.  Schematic showing plot layout.  The plots are not drawn to scale.  Each 23 
row of plots were tested in the same week.  24 
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 25 
 26 
Supplemental Fig. S2.  The relative abundance of erm(B) in runoff during the three rainfall 27 
events from control (A) and amended (B) plots.  Error bars represent standard errors from 28 
triplicate field experiments.  29 
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 30 
Supplemental Fig. S3.  The relative abundance of erm(B) in soil before manure application, after 31 
manure application, and after three rainfall events in control and amended plots.  Error bars 32 
represent standard errors from triplicate field experiments. 33 
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Supplemental Table S2.  The absolute abundance of erm(B) and the 16S rRNA gene (average ± 
standard error) in runoff from control and amended plots with and without NGHs. 
Rainfall 
Event 
Control Plots Amended Plots 
w/o NGH 
(copies/mL) 
w/ NGH 
(copies/mL) 
w/o NGH 
(copies/mL) 
w/ NGH 
(copies/mL) 
 erm(B) 
1 (1.33 + 0.19) × 103 (2.02 + 0.53) × 102 (4.85 + 2.44) × 106 (7.61 + 2.35) × 104 
2 < MDL (1.65 + 0.84) × 102 (1.12 + 0.32) × 105 (3.14 + 1.92) × 104 
3 < MDL < MDL (9.30 + 3.14) × 104 (4.59 + 1.73) × 103 
 16S rRNA gene 
1 (2.31 + 0.31) × 106 (5.63 + 2.22) × 106 (1.32 + 0.66) × 108 (9.48 + 4.07 ) × 106 
2 (8.97 + 1.89) × 106 (3.78 + 1.36) × 106 (9.37 + 2.29) × 106 (7.28 + 2.79 ) × 106 
3 (5.12 + 0.55) × 106 (4.63 + 0.99) × 105 (1.21 + 0.06) × 107 (1.57 + 0.30 ) × 106 
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Supplemental Table S3.  The absolute abundance of erm(B) and the 16S rRNA gene (average ± 
standard error) in top soils of the amended plots before manure application, after manure 
application and after three rainfall events.  Standard errors were calculated based on triplicate 
field experiments. 
Gene 
Before Manure 
Application 
(copies/g soil dw) 
After Manure 
Application 
(copies/g soil dw) 
After 3 Rainfall 
events 
(copies/g soil dw) 
erm(B) < MDL (3.91 + 1.43) × 107 (8.18 + 2.20) × 106 
16S rRNA (2.40 + 0.34) × 109 (2.88 + 0.71) × 109 (2.12 + 0.77) × 109 
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